Molecular phylogeny of the Neotropical fish genus Tetragonopterus (Teleostei: Characiformes: Characidae).
Tetragonopterinae encompasses characid species of the genus Tetragonopterus, which are widely distributed throughout east of the Andes in South America. While taxonomy has recently clarified the species diversity and molecular evidence strongly supports the monophyly of Tetragonopterus, no interspecific relationship studies are currently available. Here we used a large molecular dataset composed of two mitochondrial and three nuclear loci containing an extensive taxon sampling within the family Characidae and included eleven species of Tetragonopterus to generate the first time-calibrated phylogeny for Tetragonopterinae. Our results support monophyly of the subfamily represented solely by Tetragonopterus and corroborate previous molecular hypothesis of close relationship with Exodon plus Roeboexodon and the subfamily Characinae. Internally, we found Moenkhausia georgiae as sister species to all remaining species followed by T. rarus, being both species endemic to the Guiana Shield drainages. Species-level relationships are first hypothesized and putative morphological apomorphies are discussed as support to monophyletic clades. Our time-calibrated phylogeny suggested an origin of the genus during the Late Oligocene-Early Miocene. We hypothesized that the Andean geological activity followed by transformations in the Amazonian hydrographic scenario during the Miocene may have promoted most of the lineage diversification within the Tetragonopterus.